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FRAC Classification of Fungicides

A: Nucleic Acids Metabolism

B: Cytoskeleton and Motor Proteins

GROUP 4 GROUP 8
A2:

adenosine-deaminase
# 8 hydroxy

GROUP 10
B2: tubulin

polymerization*
# 10 N-phenyl carbamates

B3: tubulin polymerization m

# 22 benzamides and thiazole carboxamides

B1: tubulin polymerization
# 1 MBC fungicides (= Methyl Benzimidazole Carbamates)

A1: RNA polymerase |
# 4 PA-fungicides (PhenylAmides)
ethylamino-thiazole
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Unknown Mode of Action

*Temporary status; information on mode of action
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F: Lipid Synthesis or Transport / Membrane Integrity or Function
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E: Signal Transduction

D: Amino Acid and Protein Synthesis
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P: Host Plant Defense Induction
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G: Sterol Biosynthesis in Membranes
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M: Chemicals with Multi-Site Activity

dithiocarbamates &
relatives (electrophiles))

BM: Biologicals with Multiple Modes of Action
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